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Thyroglobulin is a large protein present in all vertebrates. It is synthesized in the
thyrocytes and exported to lumen of the thyroid follicle, where its tyrosine residues
are iodinated . The iodinated thyroglobulin is reintegrated into the cell and
processed (cleaved to free its two extremities) for thyroid hormone synthesis.
Thyroglobulin sequence analysis has identified four regions of the molecule: Tg1,
Tg2, Tg3 and ChEL. Structural abnormalities and mutations result in different
pathological consequences, depending on the thyroglobulin region affected. We
carried out a bioinformatic analysis of thyroglobulin, determining the origin and
the function of each region. Our results suggest that the Tg1 region acts as a
binding protein on the apical membrane, the Tg2 region is involved in protein
adhesion and the Tg3 region is involved in determining the three-dimensional
structure of the protein. The ChEL domain is involved in thyroglobulin transport,
dimerization and adhesion. The presence of repetitive domains in the Tg1, Tg2 and
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